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sc-1694 (c-Jun) 
Immunoprecipitation 

A. Immunoprecipitation of c-Jun from K562 cells using sc-1694.  Lane 1: input nuclear lysate, Lane 2:  material 
immunoprecipitated with sc-1694, Lane 3: material immunoprecipitated using control IgG. B. Immunoprecipitation of c-Jun 
from HeLa S3 cells using sc-1694.  Lanes 1-2; material immunoprecipitated with sc-1694, lanes 3-4: material 
immunoprecipitated using control IgG.  1ug of antibody was used for immunoprecipitations in lanes 1 and 3, 2ug in lanes 2 
and 4.  
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-  Figure 2.  Motif consensus sequences and position weight matrices for highly enriched c-Jun motif.   

-  Table 1.  c-Jun motif 
enrichment.   

Position/ 
Consensus A C G T 

AP1_known1 

Cell Line Motif Enrichment (log2)
Enrichment p-value                 

(-log10)

Fraction of peaks containing 

motif

H1-hESC 2.1343  (AP-1_known2) 61.5585  (AP-1_known3) 0.36747  (AP-1_known2)

HeLa S3 2.49159  (AP-1_known2) 1447.53  (AP-1_known1) 0.589381  (AP-1_known2)

HUVEC 2.47206  (AP-1_known2) 1726.43  (AP-1_known1) 0.546169  (AP-1_known2)

K562 2.63146  (AP-1_known2) 684.812  (AP-1_known1) 0.586961  (AP-1_known2)

K562 (IFN!- 6hrs) 2.50294  (AP-1_known2) 388.382  (AP-1_known1) 0.565164  (AP-1_known2)

K562 (IFN"- 30 min) 2.3547  (AP-1_known2) 532.138  (AP-1_known1) 0.541051  (AP-1_known2)

K562 (IFN"- 6hrs) 2.37234  (AP-1_known2) 406.571  (AP-1_known1) 0.585404  (AP-1_known2)

>AP-1_known1  AP-1_transfac_M00173 +





R 0.428571 0.071429 0.500000 0.000000

V 0.214286 0.357143 0.428571 0.000000

T 0.000000 0.000000 0.000000 1.000000

G 0.000000 0.000000 1.000000 0.000000

A 1.000000 0.000000 0.000000 0.000000

C 0.000000 0.928571 0.000000 0.071429

T 0.142857 0.071429 0.142857 0.642857

M 0.285714 0.428571 0.142857 0.142857

M 0.571428 0.285714 0.071429 0.071429

K 0.142857 0.142857 0.500000 0.214286

W 0.428571 0.071429 0.071429 0.428571


A C G T A C G T 
>AP-1_known2  AP1_jaspar_MA0099.2 +





T 0.000000 0.055556 0.000000 0.944444

K 0.000000 0.000000 0.833333 0.166667

A 0.888889 0.111111 0.000000 0.000000

M 0.277778 0.666666 0.055556 0.000000

W 0.166667 0.000000 0.055556 0.777777

S 0.000000 0.833333 0.166667 0.000000

A 0.888888 0.000000 0.055556 0.055556


>AP-1_known3  AP-1_transfac_M00926 -





V 0.403361 0.252101 0.243697 0.100840

T 0.000000 0.000000 0.008403 0.991597

G 0.016807 0.008403 0.941177 0.033613

A 0.991597 0.000000 0.008403 0.000000

C 0.084034 0.722689 0.142857 0.050420

T 0.142857 0.109244 0.109244 0.638655

H 0.184874 0.546218 0.042017 0.226891

A 0.714285 0.159664 0.058824 0.067227


AP1_known2 AP1_known3 
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