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Gene Expression in 53 tissues from GTEx RNA-seq of 8555 samples (570 donors)

H3K27Ac Mark (Often Found Near Active Regulatory Elements) on 7 cell lines from ENCODE
Layered H3K27Ac

o :
DNasel Hypersensitivity Clusters in 125 cell types from ENCODE (V3)

DNase Clusters,
Transcription Factor ChiP-seq Clusters (161 factors) from ENCODE with Factorbook Motifs
DNA Methylation by Reduced Representation Bisulfite Seq from ENCODE/HudsonAlpha
GM12878 1
H1-hESC 1
K562 1
Hela-S3 1
HepG2 1
CpG Methylation by Methyl 450K Bead Arrays from ENCODE/HAIB
GM12878
H1-hESC,
K562
Hela-S3
HepG2
HUVEC

Histone Modifications by ChiP-seq from ENCODE/Stanford/Yale/USC/Harvard »
K562 H3K4me1l
K562 H3K4me1l
K562 H3K4me3
K562 H3kdme3,

K562 H3K9ac
K562 H3K9ac
K562 H3K27me3
K562 H3K27me3
NT2-D1 H3K4me1
NT2-D1 H3K4me1
NT2-D1 H3K4me3
NT2-D1 H3K4me3
NT2-D1 H3K9ac
NT2-D1 H3K9ac

NT2-D1 H3K27me3

NT2-D1 H3K27me3

NT2-D1 H3K36me3

T 2-0 3k 36 00
U208 H3K9Ime3,
U20S H3K9Ime3,

HMR Conserved Transcription Factor Binding Sites
TFBS Conserved

Chromatin State Segmentation by HMM from ENCODE/Broad
oM12675 ChvomH

NHLF ChromHMM
Histone Modifications by ChiP-seq from ENCODE/Broad Institute 3
H1-hESC CTCF
H1-hESC CTCF
H1-hESC H3K4m1
H1-hESC H3K4m1
H1-hESC H3K4m3
H1-hESC H3K4m3
H1-hESC H3K27ac
H1-hESC H3K27ac
H1-hESC H3K27m3
H1-hESC H3K27m3
H1-hESC H3:36m 3 [
H1-hESC H3K36m3
K562 CTCF
K562 CTCF
K562 H3K4m1
K562 H3K4m1
K562 H3K4m3
K562 H3K4m3
K562 H3K27ac
K562 H3K27ac
K562 H3K27m3
K562 H3K27m3
K562 H3K36m3 I ——
K562 H3K36m3
Regulatory elements from ORegAnno
Histone Modifications by ChiP-seq from ENCODE/University of Washington
GM78 H3K4M3 Ht 1
GM78 H3K4M3 Pk 1
GM78 H3K4M3 Sg 1
GM78 H3K4M3 Ht 2
GM78 H3K4M3 Pk 2
GM78 H3K4M3 Sg 2
GM78 H3K27M3 Ht 1
GM78 H3K27M3 Pk 1
GM78 H3K27M3 Sg 1
GM78 H3K27M3 Ht 2
GM78 H3K27M3 Pk 2
GM78 H3K27M3 Sg 2
GM78 H3K36M3 Ht 1
GM78 H3K36M3 Pk 1
GM78 H3K36M3 Sg 1
GM78 H3K36M3 Ht 2
GM78 H3K36M3 Pk 2
GM78 H3K36M3 Sg 2
GM781InSg 1
K562 H3K4M3 Ht 1
K562 H3K4M3 Pk 1
K562 H3K4M3 Sg 1
K562 H3K4AM3 Ht 2
K562 H3K4M3 Pk 2
K562 H3K4M3 Sg 2
K562 H3K27M3 Ht 1
K562 H3K27M3 Pk 1
K562 H3K27M3 Sg 1
K562 H3K27M3 Ht 2
K562 H3K27M3 Pk 2
K562 H3K27M3 Sg 2
K562 H3K36M3 Ht 1
K562 H3K36M3 Pk 1
K562 H3K36M3 Sg 1
K562 H3K36M3 Ht 2
K562 H3K36M3 Pk 2
K562 H3K36M3 Sg 2
K5621InSg 1
NHGRI-EBI Catalog of Published Genome-Wide Association Studies
GWAS Catalog



