Scale
chrl: 11,180,000 |
127

5 kbt

t
11,185,000 |

1 hg38
11,190,000 | 11,195,000 |
ReMap density

ReMap density

|
;

1

|
[

|

I
)

— —_— — =
= sre= -
il =
= =
= =
T Reference Assembly Fix Patch Sequence Alignments
Reference Assembl Alternate Haploty ?e Seguence Alignments
GENCODE V47 (7 nems Itered out)
MTOR
ANGPTL7 =il L > - i —
RefSeq genes from NCBI
RefSea Curated e == B O e—
OMIM Allelic Variant Phenotypes
OMIM Alleles .
= a
OMIM Genes Y " -
Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
w1 O ATATI
ANGPTL7

ENCODE Candidate Cis-Regulatory Elements (cCREs) combined from.all cell types
ENCODE cCREs
100 _ H3K27Ac Mark (Often Found Near Regulatory Elements) on 7 cell lines from ENCODE
Layered H3K27Ac
0
4_ 100 vertebrates Basewise Conservation by PhyloP

Cons 100 Verts
05 vwmm‘ DG LR S e w»ﬂ"w*-v““v oAyt mww«“l**wwewhwlfﬂrlf-wﬁmln-mllﬂwm*‘"ﬂ

. Multiz
Chimp

R
Crab-eating_| macaque

abo
Green monkey
[armoset
Squirrel. mﬁgkey

by ML A o B v Ml Wb S 0 G G LGOI Dk A
Chinese tree shrewll—ﬂwwm:qmﬂ

| NBA e ki ) 4R
| b T, ., L
el bl ikl
Lesser. Egyptlan_}erboam: by
Chlnese hamsler =i
Golden_hamster Lo bl
se N ot R S 1 L[ eI Y T g
ARk R o ik Ml | kM Ol AN N 0 I e
Naked_mole- ratll i LA it LML A ARl kN
Glinea_pig - [TV T , Gl koA ik L B M oA L i s .
5 h(t:hi dm|§=-u=uw--—
rush-tailed ratbill bbb bbbl | bl o] B | .ol L
Rabbit T T ™ 1 O it s o o kO A,
Pika bl o |l el W hloodibbil kb A duin
Pig o)l | bl i bl y | AhLANRGUMLORAD A A ol DL T i
. Alpaca i il Al i —— L o M LN B . O, 1 i, o 4 L o A Bl 1
Bactrian_camel T YT TR | AL N ot T
i) Bl i 1 oumtbidl A AMGOBON At N GO LA A Y 1. A o 0
er_wl alell—l.n 11 M il 3 (O ANMMARGGUMAD AL A M) M i §
T|be1an aﬁlelope --w. s i i o il = bl | MO i A AN N i 1 il GRS { DR L s el
BTy kb il obulkil bl ME Al O LA AT R 0 Ll |6 LA o A L
S =ﬂd- i ol Ul i d [ o T O 0 . il ok B A A e bl
Domestic. goa N bl Ll ekl i ik kil N i i 0l AT, e i, i 1 B, i | M L AN M, . Ll il
White_ rhmoceros ML i 1 O o i I“l_l_='ﬁ kil J S i A J B N . T ol i
Wt T AN it i Ui Bk G L G Gl Ll LA
uw bl il o ki Seeh B BRI ok o MG A i o DO ANk il L v L
Ferrex =ﬂw bl SO N ANRMANEUOEE s AN A . o OO LR G S i el o
koo ko i
Pacific walrus.—l.m [T V1T T
Weddell_seal Bk LAl inkdbbIn bbbl o
Black_fl |ng-fox=—w
i o Ol L
David’'s_m: otls_(bat{-rm
it rown Bl i,
Big_brown_bat —=————\mis S
Hedgehog e P TNy YT
W ==l el

Star- nosed mole bl ik b b
Elephant -M T ol 0 A v Rl e NN Mt . AL
Cape_elephant_shrew ==l kalsulbiiiial——wu
anatce Wl el A
Capeigolden mole VT TR TN T
o il

ph o Al 0wl
Armadlllo Bl At SR il

Tasmanlan dewl Ml e
Wallaby bl

Peregrine_falcon ==——————hliuI’
Collared_flycatcher st
White-throated_sparrow alal [
Medium, ground finch
a_finch
Tibetan %rountuay
enga{
armo
Scarlet macaw =——————lslluatild sabbniith
igeon L & sl
Mal\ar duck i
hicken diilL
. urkey d:
American_alligator
Green sea urtle chilkd
ainted_turtle dbidukh.
Chinese_softshell"turtle
Spiny_ soflshell urtle

D — T |
atypus Ty E——
Saker_falcon =——————hilikhku L

444941

|

st

n%

c.

-

ERER

Tiz: "
tropicalis

@elacanth
Tetraodon

YellowbeIIyN_pufferﬂsh
tilay

Princess_of Brurundl
Burton's_t moulﬁbreeder
mbuna

Pundamllla n erere|

daka
Southern platyﬂsh

Fyrs
Atlamlc cod
afish
Mexican_tetra (cavef\sh) ub
tted_gar
amurev

Short Genetic Variants from dbSNP release 15!
Common dbSNP(155) | | 1 | meeon [ T A O R A N R T Py tf)" |\f2 3
el in lements by R tMasker
ReneatMasker B B I B B s mm " Yy R



