Scale 5 kbt 1 mm10
chri2: | 56,700,000 | 56,705,0f 56,710,000 |
AlG All gaps of unknown nucleotides (N s) including AGP annotated gaps
aps
ENCODE VM23 Comprehensive Transcript Set (only Basic displayed by default
GENCODE VM23 — s £ P " (gnly vaEE ) m
UCSC annotations of RefSeq RNAs (NM_* and NR_*
Pax9/NM_011041 . 3 RN ) »
Slc25a21/NM_172577 —
Slc25a21/NM_001167976 ——f
Consensus CDS
CCDS [— - & H |
Single Cell RNA-Seq Gene Expression from Tabula Muris
Pax9
Slc25a21
ENCODE Candidate Cis-Regulatory Elements (cCREs) combined from all cell types
ENCODE cCREs
3.296 Placental Mammal Basewise Conservation by PhyloP

Placental Cons OMMV‘MJW)‘MWWMMMW L HMMMAMM

-3.94

Zebrafish

I
EVA SNP Release 6 IE TN 11 T 00 TR0 (B0 0000 E B0 T 0 O W |||l|ﬁ'?ﬁ|it|?iﬂﬁ\ Yﬁ ifiritﬁl?ﬁmﬁmﬁﬁT RS Y wrrm T R



