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Reference Assembly Fix Patch Sequence Alignments
Reference Assembly Alternate Haplotype Sequence Alignments
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OMIM Allelic Variant Phenotypes

157140.0019=U, rs63750959: SUPRANUCLEAR PALSY, PROGRESSIVE, 1|

157140.0017  ARGSHIS, rs63750959: FRONTOTEMPORAL DEMENTIA 1|

157140.0015 LYS257THR, rs63750129: PICK DISEASE

157140.0022 LEU266VAL, rs63750349: FRONTOTEMPORAL DEMENTIA 1

157140.0002 GLY272VAL, rs63750376: FRONTOTEMPORAL DEMENTIA 1

157140.0009 ASN279LYS, rs63750756: FRONTOTEMPORAL DEMENTIA 1

157140.0021 ASN296DEL, rs63751392: SUPRANUCLEAR PALSY, PROGRESSIVE, 1, ATYPICAL|

157140.0013 ASN296ASN, rs63750912: FRONTOTEMPORAL DEMENTIA 1

157140.0012 PRO301SER, rs63751438: FRONTOTEMPORAL DEMENTIA 1

157140.0001 PRO301LEU, rs63751273: FRONTOTEMPORAL DEMENTIA 1

157140.0025 GLY303VAL, rs63751391: SUPRANUCLEAR PALSY, PROGRESSIVE, 1

157140.0010 SER305ASN, rs63751165: FRONTOTEMPORAL DEMENTIA 1

157140.0007 IVS10, G-A, +1, rs1568327531: FRONTOTEMPORAL DEMENTIA 1

157140.0020 IVS10, T-C, +11, rs63751394: FRONTOTEMPORAL DEMENTIA 1

157140.0005 IVS10, A-G, +13, rs63750308: FRONTOTEMPORAL DEMENTIA 1

157140.0004 IVS10, C-U, +14, rs63750972: FRONTOTEMPORAL DEMENTIA 1

157140.0006 IVS10, C-T, +16, rs63751011: FRONTOTEMPORAL DEMENTIA 1

157140.0024 LYS317MET, rs63750092: FRONTOTEMPORAL DEMENTIA 1]

157140.0018 SER320PHE, rs63750635: PICK DISEASE|

157140.0008 VAL337MET, rs63750570: FRONTOTEMPORAL DEMENTIA 1|

157140.0014 GLU342VAL, rs63750711: FRONTOTEMPORAL DEMENTIA 1|

157140.0023 SER352LEU, rs63750425: SUPRANUCLEAR PALSY, PROGRESSIVE, 1|

157140.0016 LYS369ILE, rs63751264: PICK DISEASE|

157140.0011 GLY389ARG, rs63750512: PICK DISEASE|

157140.0003 ARGA406TRP, rs63750424: FRONTOTEMPORAL DEMENTIA 1|

6124520002 2-BP DEL, 2785AG, rs281865471: KOOLEN-DE VRIES SYNDROME|

612452.0001 ARG606TER, rs281865469: KOOLEN-DE VRIES SYNDROME|

612452.0004 IVS6DS, G-A, +1, rs281865470: KOOLEN-DE VRIES SYNDROME]|

OMIM Gene Phenotypes - Dark Green Can Be Disease-causin:
OMIM Genes s Oy

Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
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ENCODE Candidate Cis-Regulatory Elements (cCREs) combined from all cell types
ENCODE cCREs | |
Layered H3K27Ac H3K27Ac Mark (Often Found Near Regulatory Elements) on 7 cell lines from ENCODE
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Regulatory elements from ORegAnno
OREG1661231 OREG1728661 OREG1770261 OREG1417568]] OREG1131043 OREG1194609] OREG1194610 OREG0862616 OREG1269067
OREG1194607 OREG0854149| OREG0085546| OREG1108635| OREG1907979 OREG0790223 OREG1661232 OREG0921030 OREG1122627| OREG1300054
OREG1602945 OREG0934327 OREG1306533 OREG0542501 OREG0603056 OREG0451267 OREGOOSBSSH OREG1238169 OREG0834113
OREG1534698 OREG1752189 OREG1385091 OREG1946627 OREG1385095 OREG1824928 OREG1691210 OREG1300053
OREG0405379 OREG1306531 OREG0263233 OREG1516963 OREG0238079| OREG0362783| OREG0388499 OREG1899926 OREG1269068
OREG0405380 OREG0290779 OREG0514861 OREG1385093 OREG0801258| OREG1516960 OREG1269066 OREG0450908
OREG0902477 OREG1516965 OREG1244319 OREG1385094 OREG0713411 OREG1385097 OREG1402568 OREG0866007
OREG1686674 OREG0261093 OREG1217348 OREG1194608 OREG1912378| OREG1728667 OREG0254361 OREG0927070
OREG1661233 OREG0538788 OREG1385092 OREG0365916 OREG0706555 OREG1602943 OREG0307731
OREG1602946 OREG0261094 OREG1361527 OREG1627221 OREG0790104| OREG0346456 OREG0124701
OREG1516961 OREG1752190 OREG0830952 OREG0297606 OREG0708356 OREG1089328 OREG0124702
OREG1728660 OREG1417566] OREG0360360 OREG0742245 OREG1385096| OREG1089329 OREG1899928
OREG1907982 OREG1728663 OREG0241376 OREG0231198 OREG1361528 OREG0386682 OREG0132502
OREG1836555 OREG1752191 OREG1417569 OREG1728666 OREG0069280\ OREG1678774
OREG0538789 OREG0985510 OREG1516964 OREG1752194 OREG0639633
OREG0261095 OREG0891953 OREG1131044 OREG1015458 OREG0850697
OREG1728662 OREG0779128 OREG1602944 OREG0899234
OREG1926975 OREG0649071 OREG0296069
OREG0863347 OREG0735254 OREG1306534
OREG0863348 OREG0669364 OREG0345154
OREG0284084 OREG0360361 OREG0929592
OREG0841363 OREG1417567 OREG1912379
OREG0908977 OREG1752195
OREG1306532 OREG0119917
OREG1752192 OREG1516967
OREG1728664 OREG1306535
OREG1385090 OREG0479350
OREG0697348
OREG 1728665
OREG1752193
OREG0801377
OREG0707869
4_ 100 vertebrates Basewise Conservation by PhyloP
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