Scale 5 kb} { hg19
chr7: 155,593,000 155,594,004 155,595,000 155,596,000 155,597,004 155,598,004 155,599,004 155,600,004 155,601,004 155,602,004 155,603,004 155,604,004 155,605,004
Predicted Cone CRX Binding Sites
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GENCODE V47lift37 (5 items filtered out)
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5.31 GERP Scores for Mammalian Alignments
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