Scale 10 bases} | hg38
chr1: 25,901,585 25,901,590| 25,901,595 25,901,600| 25,901,605 25,901,610|
wes>T T TTACTGAAGTTGTTGTTCTO CTTC CTATTGC
WTC11 Protein Isoforms

STMN1|PB.276.1/633 CRRR R R R R R R R R R R R R R R R R R R R R R R R KKK R KRR
S TMIN 1| P B.27/6. 3| 17| —
AS192 Target Peptides
AIEENNNFSK

DDA Peptides
AIEENNNFSK _______________________________________________________________________________________________________________________________|

Tomahto Peptides

AIEENNNFSK |
Comprehensive Gene Annotation Set from GENCODE Version 42 (Ensembl 108

STMNA1 »“ 95 S94 F 93 N 92 N 91 N 90 E 89 E 88 187 A 86
STMN1 K 95 S94 F 93 N 92 N 91 N 90 E 89 E 88 187 A 86
STMNT1 ; ) S 94 F 93 N 92 N 91 N 90 E 89 E 88 187 A 86
ST V1IN 1
STMNT1 ; K 95 S 94 F 93 N 92 N 91 N 90 E 89 E 88 187 A 86
STMN1 ; K 95 S 94 F 93 N 92 N 91 N 90 E 89 E 88 |1 87 A 86

saae._______________________________________________________________________________________________|

sTVN1 [IESH



